Sixteen additional samples were evaluated to confirm the effectiveness of SNV ELISA in diagnosing hantavirus infection: 12 from patients in whom HPS was clinically suspected and 4 previously confirmed by ALI in the city of São Paulo between May 1998 and August 1999. Known HPS convalescent-phase plasma provided by the Centers for Disease Control and Prevention (CDC) was used as positive control. Negative controls were selected by simple random sampling from all previously negative samples.
Positive and negative recombinant SNV antigens provided by CDC were coated on microtiter plates at 1:2,000 dilution in phosphate-buffered saline overnight at 4°C and used in a standard immunoglobulin G testing format. Reverse transcriptase-polymerase chain reaction analysis of serum from two fatal cases of HPS occurring in the cities of Franca and Araraquara suggested the presence of two genetically distinct hantaviruses in the area surrounding Ribeirão Preto. Antigen prepared from local virus is not considered to be necessary for immunoassays because the local virus is not sufficiently different from other isolates to require special antigen preparation (5) .
All samples were screened in duplicate on both positive and negative antigens in the assay. A sample was considered positive if absorbance on the positive antigen was greater than absorbance on both the negative control antigen and the negative control of the plate. To confirm the diagnosis, samples satisfying these criteria were tested in duplicate along with 14 negative samples. Samples were considered positive when their subtractive absorbance was greater than the calculated mean subtractive absorbance of the 14 negative samples and three standard deviations.
From our serologic survey, the seroprevalence of human hantavirus infection was determined to be 1.23% (7/567) overall, 0.5% (1/200) in Ribeirão Preto, 0.4% (1/257) in Guariba, and 4.5% (5/110) in Jardinópolis. If one assumes the inhabitants sampled were representative, the seroprevalence provides an estimate of surviving past or recent hantavirus infections in the area. As the overall antibody prevalence of 1.23% is more than twice that observed in the U.S. populations at risk for hantavirus infection, such infections are not rare in the Ribeirão Preto region (6) .
Letters
Three of the four HPS samples previously confirmed by the ALI in São Paulo tested positive by our ELISA. Of the remaining 12 suspected HPS cases assayed, three were positive. Two of these three were later confirmed as positive by the ALI (Luiza Teresinha Madia de Souza, ALI, pers. comm.) Thus, we report three previously unconfirmed HPS cases, one fatal, in the Ribeirão Preto area between May 1998 and August 1999.
Since the rodent reservoir is not known and the virus has not been isolated, rodent capture is currently being conducted in areas where human infections have been found. In addition, positive cases are being retrospectively investigated.
Thanks to Thomas Ksiazek for providing recombinant SNV antigen and positive serum and to Robert Shope for his assistance.
Molecular Characterization of Mycobacterium abscessus Strains Isolated from a Hospital Outbreak
To the Editor: In recent years there have been several reports of sporadic and epidemic hospitalacquired infections caused by rapidly growing mycobacteria, namely, Mycobacterium abscessus, M. chelonae, and M. fortuitum. M. abscessus has been well documented as a cause of cutaneous and soft tissue infections and has been implicated in chronic ear infections, bacteremia associated with hemodialysis equipment, and peritoneal dialysis-related infections (1) . Differentiating mycobacteria to the species level is difficult because of the diversity of available techniques and the time required for full identification. A rapid method based on the evaluation of the gene coding for the 65-kDa heat shock protein, which contains epitopes both unique and common to various species of mycobacteria, has been reported (2) . A 383-bp sequence situated at the amino terminus of this 65-kDa antigen (3) has been shown to be conserved among several species of mycobacteria. Reports based on polymerase chain reaction (PCR) amplification and DNA sequencing (4) show species-specific polymorphism at the nucleotide level within this region (5) . The conserved nature of this gene allows differentiation of mycobacteria within 1 day by restriction enzyme digestion of PCR products obtained by using primers common to all mycobacteria.
From August through December 1995, postoperative wound infections developed in 45 patients in the pediatric surgery unit of Kalawati Saran Children's Hospital, New Delhi, India; 42 were day-care patients, and 3 were inpatients who had undergone major surgery. Thirty-two clinical samples (pus and exudate) were tested for acid-fast bacilli by the ZiehlNeelson method; the same smear samples were cultured on Lowenstein-Jensen slants and examined for growth daily for 4 days and thereafter twice a week for 8 weeks. The
